A postdoctoral fellowship in computational biology/bioinformatics is available

at the new Keck Graduate Institute of Applied Life Sciences in Claremont, California (www.kgi.edu).

Projects include the development of Bayesian network methods (a generalization

of hidden Markov models) for protein fold recognition and the development of

methodologies to extend the functional analysis of gene and protein expression data by the integration of protein structural and pathway information.

Applicants should have a PhD in Computer Science, Computational or Structural

Biology and be proficient in C/C++ and Perl (Matlab and Java an advantage).

Experience in one or more of the following would be advantageous:

probabilistic machine learning, dynamic programming algorithms, protein structure prediction, pathway modeling, expression data analysis.

KGI is located 35 miles east of Los Angeles, at the foot of the San Gabriel Mountains. Its campus is contiguous with those of the other Claremont Colleges. A rich intellectual and cultural environment is provided by the colleges and the surrounding institutions in southern California.

Applications, including a CV and the names and contact details of 2 or 3 references, should be sent to Dr. David Wild, Keck Graduate Institute, 1263 North Dartmouth Avenue, Claremont, CA  9171, USA. Fax:(+1)-909-607-8086. Email:david_wild@kgi.edu

